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Kelp on the rope, Domenianganel] 2019



Sugar kelgsaccharinsatissima

ABrown seaweed, a wter crop
AHuman food and animal feed
ASource of alginates, possible biofuel

ANew economic opportunities
ATwo-stage life cycle

W https://wsg.washington.edu/communitputreach/kelpaquaculture/

Melospores
Settlement & o
Germination

Gametophyte

% | Sorus

(Ditoi

Kelp Life Cycle

= _S;_)_om_ph!te Generation
Gametophyte Genepar:

Diploid

i3 1 Mature

8-celled
sporophyte

N i
holdfast ': \

) -

&
b 10pum

[llustration by Virge Kask, 2012

Current progress Future work Acknowledgements U c D N N

Background General project objectives




The ARRE MARINER program

WONAL 4,
$Q\ 00%

Macroalgae
Biomass:

No Freshwater
No Fertilizer

; Germplasms
Reference genome
Whole genome variants
Prediction model

Trait linked genetic markers

Background General project objectives Current progress Future work Acknowledgements U E UNN



General project objectives

AGermplasm foundation
AGametophytesculture collection
ASequencing andariants detection

ASporophytes cultivation anohenotypic
evaluation

AStatistical modelconstruction

ABreeding selection and improvement rdxt
generation

A harvested kelp plot, David Bailey, 2019
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Sugar kelp breeding cycle
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